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Your Gut Microbiota
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The best way to understand your microbiota is to think of your body as an
ecosystem. Ecosystems contain communities that harbour many
complex relationships. 
 
Every community has a different job in the ecosystem (your body). These
communities are populated by the living (e.g. microorganisms such as
bacteria) and non-living (e.g. water and chemicals) things. 
 
The complex relationships within the microbial communities of your
ecosystem gives you the essential nutrients your body needs, helps
protect you from illness and disease, sustains your bodily functions such
as digestion, and aids in your general health and wellbeing. 
 
What you must remember is that these communities are fragile and can
be compromised at any time causing illness and disease. Most of your
microbial community is bacteria and are often referred to as ‘bugs’ or
‘germs’ indicating that they might be bad and cause harm. But not all
bacteria are harmful, in fact many of them are good or highly beneficial. 
Why should you be interested in bacteria? 
 
 

Nurturing your
gut community
will improve your
health of body
text
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 Let’s just clarify some terms that you have
probably heard in the popular media.
The bacterial communities within your
ecosystem are called your microbiota.
 
Microbiota is a term used to describe the
community of microorganisms that reside
within specific areas of your body (e.g. your
gut, mouth, vagina and skin). These
communities can include bacteria, viruses,
yeast, worms and even certain species of
fungi. However, the most abundant
microorganisms found in your microbiota are
bacteria. 
 
You might have also heard of the term
microbiome. The microbiome is the collection
of genes and genomes of your microbiota. A
genome is the collection of all the genes in an
organism. By investigating the microbiome
researchers can determine which
microorganisms are in our microbiota and how
they might function under certain conditions. 
 
Please remember that this area is very new
and we still don’t know everything about
it. It’s very difficult to find out how your
microbiota interacts in the human
body and what effects disease, food,
medications, and just about everything
else you can think of, have on your microbiota. 
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Microbiota or Microbiome?
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Who is in Your Gut?

 We all have trillions of  microorganisms
in  and on our body and there are about
1000-1500 unique species. Only 150 to
170 species are the same in any given
person
 
About 1/3 of your gut will be similar to
someone else’s but 2/3 is different so it
can almost be called a fingerprint. Our
microbiota can, in total, weigh up to 2 kg. 
 
How do we know exactly who is in
there? We use genetic sequencing to
see what species are in our microbiota
and that can tell us a lot about you and
your gut and your health in general.
 
lThere are more than 3 million microbial
genes in our gut microbiota – approx.
150 times more genes than in the human
genome.
 
We know that our gut communicates to
the rest of our body and the best way to
keep this communication going is to eat
prebiotics and plenty of fibre. Check out
our resource on fibre to find out more.
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